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Relationship between mRNA expression of metastasis suppressor gene nm23 and clinicopathological features and prog-

nosis of non small cell lung carcinoma

WANG Hai-feng, CHEN Xiao-feng” ,DING Jia-an,GAO Wen,ZHOU Yi-ming, CHEN Qian-kun (Department of Tho-
racic Surgery, Shanghai Pulmonary Hospital, Shanghai 200433,China)
[ABSTRACT] Objective: To investigate the relationship between the expression level of nm23 mRNA and the pathoclinical
characteristics and the prognosis of patients with non-small cell lung carcinoma (NSCLC). Methods: We collected 53 specimens
of NSCLC, 44 specimens of para-cancer normal lung tissues. The expression level of nm23 mRNA was measured by RT-PCR.
The tumor stage was determined according to the results of surgery, pathological examination, and imaging diagnosis. Then ana-
lyses were carried out between the level of nm23 mRNA expression and the clinical variables. Results: The positive-rate of nm23
mRNA expression were 43. 4% (23/53) and 40. 9% (18/44) in specimens of lung cancer and para-cancer normal lung tissues,
respectively (P>>0.05). The expression level of nm23 mRNA was significantly decreased in low-differentiated, advanced, and
mediastinal lymph node-metastatic NSCLC tissues ( P<C0. 05). The median survival times were 43 months and 46 months for nm23-posi-
tive and nm23-negative patients, respectively. But expression level of nm23 had no significant correlation with the prognosis of patients
(P>0.05). Conclusion: The expression level of nm23 mRNA is related to the differentiation, metastasis, and pathological stage of lung
cancer. There were no enough evidence demonstrating that nm23 expression correlated with the prognosis of patients.
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EEURE I M0 KIS 24
(45.3%) , M MK 4L, 29 B (54. 7%) s i H A
J LB 14 0 (26.4%), T 88 13 #1(24. 5%), N &4
23 £](43.4%), V#1 3 %I (5. 7%) . FH 3 N H
BEHARPEE RIER - AWNEBENS ST
Wig. 3 BT B T PIBR AR , AT R B
fint s 2 UIBRAR KEZFEAYLBHEL RS
W E 45 R # (lymph node sampling) B 47 4, B : B&
HRRETEMKBEEN, ZLER 44 N2 HHE
&, RBGE 6 ML k. BB BEARBERTHAIT
27 BT ARGARYY 1 BT R BOT . MEFARUIBR
PRA R S AL A nm23 mRNA RX &, H$ 44
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1.2 RT-PCR 7 ##® nm23 mRNA fiEF AR
J& » I BCER 4 b 988 A0 A 3 b 20 R AR A L PR A
RPREFE. ¥ EMBAKRMY S RNARGH
RNA VLTG0 15 uL DR KBEH, —70CH
P, B3 pl B RNA # B 46 5 #5006k
FETT I Do A1 Dago » U B RNA WRERAE ., HW
/DEBATAE B RNA #8/R BARZE M ik, EE mRNA 15
WEEHE. AT PCR Y K —4 -DNA G B
FEFE S RNA 3~5 pg(10.5 pL),BEHL 6 Bik5]
0.2 pg/pl) 2.5 uL,5X M-MLV RT Jz B 4 #h
¥ 5 uL,10 mmol/L dNTP {4 % 5 uL,RNA B
#7140 U/pl)1 pL(40 U) ,M-MLV RT 1 pL(200
U BRAEM 25 pb, nm23 W EWSIMFESI R 5'-
TGCTGCGAACCACGTGGGT-3' , F 2| ¥ %
# 5'-ATGTGGTCTGCCCTCCTGT-3', ¥ 1 = ¥
KB 561 bp;s NS XTH 3,-MG #) L #ESI ¥ F 5 R
5-TTCACCCCCACTGAAAAAGATGA-3', F i
Bl ¥ F %l % 5-GGCATCTTCAAACCTCCAT-
GATG-3', ¢ #¥4 ™=#K & 120 bp, PCR £ B N
K EIRAE, BB AR & cDNA HAR IR, 13 pLiY
PRUEW 15 T BB BB YK 5. 95 pL, 10 X RN 2R #h
# 1.5 uL,dNTP B4 # (ANTP10 mmol/L) & #
0.75 pL, Taqg DNA B4 ® (5 U/pl)0. 15 uL,
25 mmol/L MgCl, 1.8 L, N &% B 3,-MG L. F
#5141 50 pmol/L & 0.3 uL, 8 nm23 5|14 L . T i
50 pmol/L%& 0.3 pL, &4 0.5 mL #& PCR &
13 uL MR, BESEPKRKKMA 2 uL B
cDNA#HR ,PCR S8 15 L, S8 0 40 uL 7Y,

Fih PCR R, (PCR{YHEI &% PTO-100™, Pro-
grammable Thermal Controller, MJ Research,
Inc.) nm23 5 B,-MG ¥4t PCR 3, PCR % 4
H:E14,95C 5 min; 5 2~4 #,95C 50 5,57C
50s,72C 60 ss B 5 . EHE 2~4 £, 183 35
W8 6#,72C 10 mins 55 7 £, 4CHEREM. H
% 0.5 pg/mL EB W 2% 5 BEREBE IR ZE 1 X TAE &5
KPRk BfLn 15 L PCR =4 1 pL B &
BERW. nm23 5 3,-MG RIat4 ¥, 9 = ¥WiTh
k.3 B DNA Ladder Marker #xiC ®# 3k f5 B9 PCR
YR E . B UVP imagestore 7500 4 33X
AW ER, 2 nm23 {ZHEAS IR B-MG
S RIEE Z (D), 2 Bl £ nm23 mRNA
HRIXER.

1.3 %itaMFEk FISPSS11. 0 4, i+ B M
R XS BB K A5 B AR B (Wilcoxon BEXT #5)
%48 75 HE A 95 K Sk B Kolmogorov-Smirnov B 45
BRI 56 , AR £ HE A ¥ B R A Kruskal-Wallis £
MR TR ¥ BB EFREITRA
log-rank ¥ % , 3 fif Kaplan-Meier 4= ZF R ., L
P<0.05 HEBEGITEER.
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2.1 nm23 mRNA AMigREFTEERAR T A
ke bs 53 FlAFE nm23 mRNA Rk K
PRPE 2 43. 4% (23/53) 544 46 IE % M 4H AP HE 3R
H40.9% (18/44) ;MBS WF EE MALRZ MK
PR ELEEER(P>0.05), A1,

2.2 A% nm23 mRNA £ &5 5 B2 ¥ 6
(% MIRAME. MEORBEEY SURE K
HABMURMENKESEZBEA S HE LK
nm23 mRNA ERZ B, R MR SEFEFE WA
HZE nm23 mRNA WEZIBLEEER (P>
0.05), ME b . EHHEMEL RERMHIBALR
f nm23 mRNA R FZBEEF TR B A
WMELC A FE R H R (P<0.05 B 0.01),
(1.2, D

F1 S5 WEH AL P nm23 mRNA fyRix
Table 1 The expressions of nm23 mRNA in cancer
and para-cancer lung tissues

Tissue n Drizx o Z P
Lung cancer 44 0.39%0.57 —0.143 0. 886
Para-cancer 44 0.39%0.71

Dr:Dnm23 mRNA/Dg:-MG mRNA
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£2 nm23 mRNA (I RZBERBBEREFESHENXE
Table 2 The relationship between the expression level of
nm23 mRNA and the patho-clinical parameters of lung cancer

n  Dr(zts Z P
Pathology 3.949¢ 0.139(sq,ad,ad-sq)
Sq? 18 0.33240.61
Adb 26 0.4540.55 0.725 0.670(sq vs ad)
Ad-Sq¢ 9 0.0240.05
Differetiation 1.489  0.024(hi vs lo)
High 24 0.53+£0.65
Low 29 0.18+0.37
Pathological 15.294¢ 0.002C L, [[. M.V
stages
I 14 0.7540.70 1.394 0. 041(paracancer vs [ )
I 13 0.3540.43 0.870 0.435(] w»s [
m 23 0.12£0.36 1.301 0.068(Il ws M
N 3 0.00£0.00 0.345 1.000(CM w»s V)
2.012 0.001CI Il ws M,V
T stages 7.275¢ 0.064(T, Ty, T3, T4
T, 6 0.9040.57 1.369 0.047 (T ws T2)
T, 35 0.292£0.53 0.414 0.995(T, vs T3)
T; 7 0.1540.33 0.342 1.000(T;3 vs Ty)
T, 5 0.2440.54 0.725 0.670(T .2 ws Ts.4)
N stages 10,2754 0.006(Ng,Ny s Ny)
No 18 0.640.67 1.112 0.168(Ny vs Ni)
Ny 15 0.234+0.40 0.683 0.739(N; vs N2)
N: 20 0.14%£0.38 1.761 0.004(Ng ws Ny»
1.702  0.006(Np vs Ny.2)

a:Squamous cell carcinoma; b: Adenocarcinoma; c: Adeno-squamous

carcinoma;d: XZ ; Dr: Dnm23mRNA/DB;-MG mRNA

200 bp

100 bp

B 1 e/ Ra A nm23 mRNA )R iX

Fig. 1 The expression of nm23 mRNA in NSCLC
1:Benign(control) ; high expression;2, 3. Highly differentiated squa-
mous cell lung cancer and para-cancer lung tussue: median expression
and negative expression respectively(patient No. 18) ;4,5 ; Poorly dif-
ferentiated adeno-squamous cell lung cancer and para-cancer lung tis-
sue:negative expression and median expression respectively (patient
No. 20)

2.3 nm23 Ak H5MEEHFFEZANEAE H
Befad 3 A LME i i D7 1 K, R F
L bR, A M RV E W ENFET, I LUK LB R HET
HE ANFET-RTE. REBEVII N 1~52 1~ H,FH
30. 78 B LB 8 1k B 2004 4F 9 B B 53 4l it 5B
BEH 29 AFERS .8 AEHIBEART,. B
16 AR, AT, BI3kAE 24 AFET.
nm23 mRNA 2 ik FA PR 14 09 5B & A0 A 77 38 47
PR A3 ANAM 46 A FHEFY N 28.65 A

F0 32,53 4~ H ,Kaplan-Meier £ fF K T E R H
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Fig. 2 The relationship between nm23 mRNA expression
in NSCLC and patient survival
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Steeg Z'V B B#ART nm23 H£H., EHNEL
AR (R K-1735 B & 40 Mg f K RELAR 8>
5% #5451 0] (9 40 M2 #0 98 nm23 RNA K P& 5.
flA TR B X AE B nm23 RNA KOF 5 i 40 i X 18
F G SN R TR, R I HE T I B R B T
iR A B R 38 B RB A ]

nm?23 JE5 17 XYL 4 b R B i B E
(late-acting suppressor gene), 5 p53 Fl HER2/
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BEM,nm23 B F RKE KV H T BEAK T M4
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DNA fy& k38BN,

AR B, nm23 B RFBFEBEA (0. 33L
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nm23 mRNA I REX i RERGEFHH
F, SCEKRIE AR —. Tomita &1 Fm ALy
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Hl REREIHEME LB FMALHE. W Katakura
UV R B A B AL SRR 117 B F AR Y1 BR
B 1S HE /4 B i, A AR AR [E 45 R, nm23
mRNA RAAHMEERN S EETRAMEHEM
BE., ABSRBEVIRS RE A RS K, HRGIRIT
FREET G LBV W nm23 Rix 53k
/N i 9 5 U BRI R R

B AHERER m23 REAMEXRSIE
/INE0 B B R ) G PR R B AR AE R — E K &R, nm23
B R R 3k 2 1 REAK BT BB 5% i S /)N 40 Ma Bl 92 i A B
FebE MRS TIENER 0 E. BRAHR
B 55 nm23 mRNA fRIATL B FEMAX B

REAREERE VS, M A B AT e & — B /R nm23
mRNA K RXSAE/N AR BTERXER.
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